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<210> 1 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 1 



^KH CENTER 1600/2900 



atgcaccacc 


accaccacca 


cgtacgctcc 


tcctcccgca 


ctccgtccga 


caaaccggta 


60 


gctcacgtag 


tagctaaccc 


gcaggctgaa 


ggtcagctgc 


agtggctgaa 


ccgccgcgct 


120 


aacgctctgc 


tggctaacgg 


tgtagaactg 


cgcgacaacc 


agctggtagt 


accgtccgaa 


180 


ggtctgtacc 


tgatctactc 


ccaggtactg 


ttcaaaggtc 


agggttgtcc 


gtccactcac 


240 


gtactgctga 


ctcacactat 


ctcccgcatc 


gctgtatcct 


accagactaa 


agtaaacctg 


300 


ctgtccgcta 


tcaaatcccc 


gtgtcagcgc 


gaaactccgg 


aaggtgctga 


agctaaaccg 


360 


tggtacgaac 


cgatctacct 


gggtggtgta 


ttccagctgg 


aaaaaggtga 


ccgcctgtcc 


420 


gtcgaaatca 


accgcccgga 


ctacctggac 


ttcgctgaat 


ccggtcaggt 


atacttcggt 


480 


atcatcgctc 


tgtga 










495 



<210> 2 

<211> 164 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mat_peptide 

<222> (8) . . () 
<223> 



1 



<400> 2 

Met His His His His His His Val Arg Ser Ser Ser Arg Thr Pro Ser 
-5 -11 5 



Asp Lys Pro Val Ala His Val Val Ala Asn Pro Gin Ala Glu Gly Gin 
10 15 20 25 



Leu Gin Trp Leu Asn Arg Arg Ala Asn Ala Leu Leu Ala Asn Gly Val 
30 35 40 



Glu Leu Arg Asp Asn Gin Leu Val Val Pro Ser Glu Gly Leu Tyr Leu 
45 50 55 



lie Tyr Ser Gin Val Leu Phe Lys Gly Gin Gly Cys Pro Ser Thr His 
60 65 70 



Val Leu Leu Thr His Thr lie Ser Arg lie Ala Val Ser Tyr Gin Thr 
75 80 85 



Lys Val Asn Leu Leu Ser Ala lie Lys Ser Pro Cys Gin Arg Glu Thr 
90 95 100 105 



Pro Glu Gly Ala Glu Ala Lys Pro Trp Tyr Glu Pro He Tyr Leu Gly 
HO 115 120 



Gly Val Phe Gin Leu Glu Lys Gly Asp Arg Leu Ser Ala Glu He Asn 
125 130 135 



Arg Pro Asp Tyr Leu Asp Phe Ala Glu Ser Gly Gin Val Tyr Phe Gly 
140 145 150 



He He Ala Leu 
155 



<210> 3 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Asp Gin Asp Lys He Glu Ala Leu Ser Ser Lys Val Gin Gin Leu Glu 
1 5 10 15 



Arg Ser He Gly Leu Lys Asp Leu Ala Met Ala Asp Leu Glu Gin Lys 
20 25 30 



2 



Val Leu Glu Met Glu Ala Ser Thr Tyr Asp Gly 
35 40 



<210> 4 

<211> 43 

<212> PRT 

<2 13> Homo sapiens 

<400> 4 

Val Ala Arg Asn Thr Gly Leu Leu Glu Ser Gin Leu Ser Arg His Asp 
1 5 10 15 

Gin Met Leu Ser Val His Asp lie Arg Leu Ala Asp Met Asp Leu Arg 
20 25 30 



Phe Gin Val Leu Glu Thr Ala Ser Tyr Asn Gly 

40 





35 


<210> 


5 


<211> 


43 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


5 



Asn Asp Gin Arg Leu Ala Val Leu Glu Glu Glu Thr Asn Lys His Asp 
15 10 15 

Thr His lie Asn lie His Lys Ala Gin Leu Ser Lys Asn Glu Glu Arg 
20 25 30 

Phe Lys Leu Leu Glu Gly Thr Cys Tyr Asn Gly 

40 





35 


<210> 


6 


<211> 


43 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


6 



Asp Arg Glu Arg He Leu Ser Leu Glu Gin Arg Val Val Glu Leu Gin 
1 5 10 15 

Gin Thr Leu Ala Gin Lys Asp Gin Ala Leu Gly Lys Leu Glu Gin Ser 
20 25 30 

Leu Arg Leu Met Glu Glu Ala Ser Phe Asp Gly 
35 40 



3 



<210> 7 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Gin Asp His Gin lie Arg Glu Leu Thr Ala Lys Met Glu Thr Gin Ser 
15 10 15 



Met Tyr Val Ser Glu Leu Lys Arg Thr lie Arg Thr Leu Glu Asp Lys 
20 25 30 



Val Ala Glu lie Glu Ala Gin Gin Cys Asn Gly 
35 40 



<210> 8 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Cys Ala Leu Val Ser Arg Gin Arg Gin Glu Leu Gin Glu Leu Arg Arg 
15 10 15 



Glu Leu Glu Glu Leu Ser Val Gly Ser Asp Gly 
20 25 



<210> 9 
<211> 157 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 9 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Arg Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 



4 



65 70 75 



80 



Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 10 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 10 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asp Arg Arg 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



5 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 11 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic] 
<220> 

<221> MISC_FEATURE 

<222> (31) . . (31) 

<223> "Xaa" at position 31 can be He, Asp, or Glu 

<400> 11 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Xaa Arg 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 



6 







130 135 


Ala Glu Ser Gly Gin Val Tyr 
145 150 


<210> 
<211> 
<212> 
<213> 


12 

157 

PRT 

Artificial Sequence 


<220> 
<223> 


synthetic 


<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(32) . . (32) 

"Xaa" at position 32 


<400> 


12 



140 



155 



Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Xaa 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie He Ala Leu 
145 150 155 



7 



<210> 13 
<211> 157 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 13 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Glu Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie He Ala Leu 
145 150 155 



<210> 14 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 14 



8 



Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 

Ala Asn Ser Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 

Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 

Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 

Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 

<210> 15 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> "Xaa" at position 65 can be Asp, Thr, Met, Trp, He, Gin, Ser, As 
n, Val or Glu 

<400> 15 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 



9 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Xaa Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie lie Ala Leu 
145 150 155 



<210> 


16 


<211> 


157 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


synthetic 


<220> 




<221> 


MISC FEATURE 


<222> 


(66) . . (66) 


<223> 


"Xaa" at position 66 


<400> 


16 


Val Arg 


Ser Ser Ser Arg Thr 


1 


5 


Val Ala 


Asn Pro Gin Ala Glu 




20 



10 15 



25 30 



10 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro. Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 

Lys Xaa Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 7 0 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 14Q 

Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
i45 150 155 

<210> 17 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (67).. (67) 

<223> "Xaa" at position 67 can be As P/ Trp, Tyr, Arg, Lys or Ser 

<400> 17 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arq Arg 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu 



Phe 



11 



50 55 60 



Lys Gly Xaa Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie lie Ala Leu 

155 



145 


150 


<210> 
<211> 
<212> 
<213> 


18 

157 

PRT 

Artificial Sequence 


<220> 
<223> 


synthetic 


<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(111) . . (Ill) 
"Xaa" at position 111 


<400> 


18 


Val Arg 
1 


Ser Ser Ser Arg Thr 
5 


Val Ala 


Asn Pro Gin Ala Glu < 
20 



10 15 



25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



12 



Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Xaa Lys 
100 105 no 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 14Q 

Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 19 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (112) . . (112) 

<223> "Xaa" at position 112 can be Asp or Glu 

<400> 19 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Ara Ara 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 

Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 ™ 75 so 

Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



13 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Xaa 
100 105 110 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 

Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 

<210> 20 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<221> MIS C_FEAT URE 

<222> (115) . . (115) 

<223> "Xaa" at position 115 can be Gin, Lys, Glu, Asn, Arg, Phe, His, M 
et, Leu, He, Trp, Asp, Thr or Ser 

<400> 20 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 

Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 



14 



Pro Trp Xaa Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 21 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (140) . . (140) 

<223> M Xaa" at position 140 can be Arg or Lys 

<400> 21 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arq Arg 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 ™ 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 no 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



15 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Xaa Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie He Ala Leu 

155 



145 


150 


<210> 


22 


<211> 


157 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


synthetic 


<220> 




<221> 


MISC FEATURE 


<222> 


(143) . . (143) 


<223> 


"Xaa" at position 143 



<400> 22 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 



Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Xaa Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 



16 



145 150 155 



<210> 23 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 23 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arq 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
H5 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Asn 
130 135 140 

Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 24 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



17 



<220> 

<221> MIS C_FEAT URE 
<222> (145) . . (145) 

<223> "Xaa" at position 145 can be Arg, Asp, Lys, Asn, His, Thr, Gin, G 
lu, Tyr, Met, Ser or Phe 

<400> 24 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 is 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arq Arc? 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 .55 60 

Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 

Xaa Glu Ser Gly Gin Val Tyr Phe Gly lie He Ala Leu 
145 150 155 

<210> 25 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 

<221> MISC_FEATURE 

<222> (146) . . (146) 

<223> "Xaa" at position 146 can be Asn, Lys, Arg or Ser 



18 



<400> 25 



Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arq 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu .Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 7 ° 75 80 

Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 HO 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 14Q 

Ala Xaa Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 26 
<211> 157 
<212> PRT 

<213> Artificial Seguence 
<220> 

<223> synthetic 
<400> 26 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arq Ara 
20 25 30 



19 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 

Ser Arg He .Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 

He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 no 

Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 

Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
13 ° 135 140 



Ala Glu Arg Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 



<210> 27 

<211> 157 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 27 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1 5 10 15 

Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arq 
20 25 30 

Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 

Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 

Glu Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 7 0 75 80 
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Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Lys Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie lie Ala Leu 
145 150 155 



<210> 


28 


<211> 


157 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


28 



Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Glu Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
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115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Arg Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie lie Ala Leu 
145 150 155 



<210> 


29 


<211> 


157 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


29 



Val Arg Ser Ser Ser' Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
1-5 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Asp Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Lys Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly lie He Ala Leu 
145 150 155 
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<210> 30 
<211> 157 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 30 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 
20 25 30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu lie Tyr Ser Gin Val Leu Phe 
50 55 60 



Asp Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie 
65 70 75 80 



Ser Arg lie Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



lie Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro lie Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Arg Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He He Ala Leu 
145 150 155 
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